31 DNA sequencies from the matK gene analysed by the DNAML programme (PHYLIP)

#85 other trees analysed by DNAcomp some more reasonable than the tree below

@31 DNA seq_input file for PHYLIP

Analysed by Hans Eiberg:

Materials: From Biobase
10 sequencies from Katherine A Kron and

21 sequencies (marked with ">" ) from from Kurashige Y, Mine,M., Kobayashi,N.,
Handa,T., Takayanagi,K. and Yukawa,T. (J.of Japanese Bot. (1998) In press)

Nucleic acid sequence Maximum Likelihood method, version 3.572c

Empirical Base Frequencies:
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+ Ledum palustre (R. tomentosum)
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+-19

I+ hippophaeroides

'+ >ferruginium
+-13
+ edgeworthii

+>camtschaticum

+>santapaui

+>jarvaicum

remember: (although rooted by outgroup) this is an unrooted tree!

Ln Likelihood = -5339.07817

Examined 2091 trees
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